Supplemental
Dictyostelium discoideum dictyBase Home page: http://dictybase.org/ Direct link to Gene Summary via (a) gene name (b) gene ID (c) sequence ID (d) GenBank nucleotide (e) UniProt ID: (a) http://dictybase.org/gene/cdk1 (b) http://dictybase.org/gene/DDB_G0282191 (DNA pol A1) (c) http://dictybase.org/db/cgi-bin/search/search.pl?query=DDB0001991 (d) http://dictybase.org/db/cgi-bin/search/search.pl?query=L09720 (e) http://dictybase.org/db/cgi-bin/search/search.pl?query=P33519 (Basu et al., 2013) (St Pierre et al., 2014) Supplemental (Gray et al., 2013) Mus musculus MGI (Drabkin and Blake, 2012) Rattus norvegicus RGD (Laulederkind et al., 2012) Saccharomyces cerevisiae (Fernandez et al., 2007) Textpresso Note: need to click "Search!"
SGD
Home page: http://www.textpresso.org/ Query via any term for (a) C. elegans
(a) http://www.textpresso.org/cgi-bin/celegans/search?searchstring=cdk-1 (b) http://www.textpresso.org/cgi-bin/fly/search?searchstring=stg (c) http://www.textpresso.org/cgi-bin/arabidopsis/search?searchstring=GMI1 (d) http://www.textpresso.org/cgi-bin/dicty/search?searchstring=dimB (e) http://www.textpresso.org/cgi-bin/zebrafish25/search?searchstring=plk1 (f) http://textpresso.yeastgenome.org/cgi-bin/textpresso/search?searchstring=IPL1 (g) http://www.xenbase.org/cgi-bin/textpresso/xenopus/search?searchstring=Cdc25 (h) http://www.textpresso.org/cgi-bin/mouse/search?searchstring=Apc (i) http://www.textpresso.org/cgi-bin/rat/search?searchstring=Cdk2 (Müller et al., 2004) (Maglott et al., (Good et al., 2012) Supplemental (Geer et al., 2010) Supplemental (Asplund et al., 2012) Supplemental Supplemental Table S11 Database resources providing information about protein 3D structure
Summary information

NCBI Gene
The example PDB entry "1tup" corresponds to the structure "Tumor suppressor p53 complexed with DNA". (Orchard et al., 2012) Supplemental (Forbes et al., 2011) dbDEPC (cancer) (Reardon, 2013) Supplemental For example, the following UniProt link: http://www.uniprot.org/uniprot/P04637 can be expressed using a spreadsheet HYPERLINK function, thus:
Resource
=HYPERLINK("http://www.uniprot.org/uniprot/P04637","UniProt")
Using this function, a hyperlink appears within the spreadsheet cell (visible with the text "UniProt"), which when clicked opens that web-page in the user's default web browser.
Expressing the web-link as a HYPERLINK function enables a reference to another spreadsheet cell (e.g. cell "A2") -and thus the contents of that cell -to be incorporated into the hyperlink.
So if cell A2 contains a gene or protein ID (for example the UniProt ID "P04637"), then a HYPERLINK function can be entered in a cell (typically nearby in the same row, e.g. cell B2) to refer to the contents of cell A2, thus:
=HYPERLINK("http://www.uniprot.org/uniprot/"&A2,"UniProt")
or =HYPERLINK("http://www.uniprot.org/uniprot/"&A2&"#section_features"," UniProt-Feat") This HYPERLINK function can then be copied to all cells in that column (with the relevant cell references being updated) by "dragging down" the cell to the bottom of the table. The addition of multiple hyperlinks to results tables can be automated using a macro, where available.
Importing hits from the results table into PANTHER
In results spreadsheet: copy the list of IDs from the results table.
In a web browser: go to the PANTHER website: http://www.pantherdb.org/ Under the "Gene List Analysis" tab, paste the copied IDs into the box headed "Enter ids and or select file for batch upload". Select the relevant organism from the list.
Select "Functional classification viewed in gene list". Click "submit".
A web-based annotation table will be presented.
To generate pie-charts of GO-and PANTHER-term usage, click the pie-chart icon.
Transferring the PANTHER functional annotation table into a spreadsheet
Above the table, after "Send list to:", select "File". Save the file (default filename "pantherGeneList.txt") to a known location. Note: the rows in the PANTHER-annotated table may need to be sorted so that they match those in the original hits table, before being integrated into the results spreadsheet. In the results spreadsheet: select the list of gene symbols or UniProt IDs, and copy these to the clipboard.
2.
In a web browser: go to the STRING "multiple names" tab. Web-link:
http://string-db.org/newstring_cgi/show_input_page.pl?&input_page_type=multiple_identifiers
In the box headed "list of names", paste in the gene symbols or UniProt IDs. Click "GO!".
A list of protein names matched to the IDs will be presented. Click "Continue ->".
A STRING network diagram should then be displayed. The default view is the "evidence view", i.e.
with interactions (edges) colored by interaction type. From here, various alternative view options can be explored, and the positions of the proteins can be adjusted. The "save" button allows the diagram to be saved as a high-resolution graphic.
